














Scientific Service

2007 — present Member, Maize Genetics Executive Committee

2008 Chair, Maize Genetics Conference Steering Committee

2006 — present Associate Editor, Genetics

2005 — present Consultant, Monsanto

2005 —-2007  Panel Member, USDA

2004 — present Panel Member, site visit Team Member and PGRP-project Advisor, NSF

2000 — present ad hoc reviewer for Genetics, Genome Res, Mol Genet Genomics, Nat Genet, Plant Cell,
Plant J, Plant Physiol, PLoS Biol, PNAS, NSF, USDA, DOE

2000 — present Member, American Association for the Advancement of Science, American Society of
Plant Biology, Genetics Society of America

Teaching Experience

Molecular Techniques in Plant Science, Cold Spring Harbor Laboratory. | co-organized this three week

course in plant molecular biology and genomics techniques (summer).

Light Signal Transduction in Plants, BIOPL4829, Dept. of Plant Biology, Cornell University. | teach a four

week module on light signaling for graduate students and senior undergraduates (spring term).

Advanced Plant Genetics, PLBR 6060, Dept. of Plant Breeding, Cornell University. | teach two classes on

plant transposable elements in this graduate level course in plant genetics (spring term).

Methods of Plant Breeding, PLBR 4060, Dept. of Plant Breeding, Cornell University, | organize a half-day

lab on maize genetics (fall term).

Collaborators and Other Affiliations:

(i) Collaborators: Sharon Regan (Queen’s Univ.)

Volker Brendel (lowa State Univ.) Torbert Rocheford (Purdue Univ.)
Richard Bruskiewich (IRRI) Tom Ruff (Monsanto)

Edward Buckler (Cornell Univ./USDA) Jocelyn Rose (Cornell University)
Thomas Clemente (Univ. of Nebraska) Neil Schultes (Conn. Ag. Exp. Station)
Dean DellaPenna (Michigan State Univ.) John Sheehy (IRRI)

Jon Duvick (lowa State Univ.) Ann Stapelton (NCSU)

Mike Edgerton (Monsanto) David Stern (Boyce Thompson Inst.)
Ajay Garg (Cornell Univ.) Qi Sun (Cornell University)

Martin Gent (Conn. Ag. Exp. Station) Matthew Terry (Univ. of Southampton, UK)
Julian Hibberd (Univ. of Cambridge) Robert Turgeon (Cornell Univ.)

Steve Huber (Purdue Univ.) Klaas van Wijk (Cornell Univ.)

Matthew Hudson (Univ. of lllinois) Rick Vierstra (Univ. of Wisconsin)

C. Neil Hunter (Sheffield Univ.) Erik Vollbrecht (lowa State Univ.)
Pankaj Jaiswal (Oregon State Univ.) Hiayang Wang (Boyce Thompson Inst.)
Steve Kresovich (Cornell Univ.) Susan Wessler (Univ. of Georgia)
Peng Liu (lowa State Univ.) Mark Williams (Dupont)

Mike Muszynski (lowa State Univ.) Elli Wurtzel (Lehman College)

Chris Myers (Cornell Univ.) Israel Zelitch (Conn. Ag. Exp. Station)
Tim Nelson (Yale University) Xinguang Xu (MPI, Shanghai)

Richard Peterson (Conn. Ag. Exp. Station)

(ii) Graduate and Postdoctoral Advisors: Stephen Dellaporta (Yale University), Jane Langdale (Univ. of
Oxford)(iii) Thesis Advisor (T): Ling Bai, Liza Conrad, Sarah Covshoff, Patrice Dubois, Jake Mace, Nicole
Hanley Markelz, Moira Sheehan (all Cornell University) Postgraduate-Scholar Sponsor (8): Denise
Costich, Tesfamichael Kebrom, Judith Kolkman, Kazuhiro Kikuchi, Pinghua Li, Anasuya Mohapatra,
Ruairidh Sawers, Manijit Singh, (all Boyce Thompson Inst.)



Richard Bruskiewich
r.bruskiewich@cgiar.org

Professional Preparation:

University of British Columbia Medical Genetics Ph.D. 1999
University of British Columbia Biochemistry, Molecular

Biology & Genetics Option  B.Sc. with honours 1992
Simon Fraser University, BC General Studies

(Minor Computing) B.A. 1987

Appointments:

Senior Scientist International Rice Research Institute (IRRI) Sept. 2000 — present
Adjunct Professor University of the Philippines 2001- present
Postdoctoral Research Fellow Sanger Centre, UK 1999 - 2000

Related Publications:

Koji Doi, Aeni Hosaka, Toshifumi Nagata, Kouji Satoh, Kohji Suzuki, Ramil Mauleon, Michael J
Mendoza, Richard Bruskiewich and Shoshi Kikuchi. (2008) Development of a novel data
mining tool to find cis-elements in rice gene promoter regions. BMC Plant Biology 2008,
8:20. doi:10.1186/1471-2229-8-20 (http://www.biomedcentral.com/1471-2229/8/20)

Richard Bruskiewich, et al. 2008. “The Generation Challenge Programme Platform: Semantic
Standards and Workbench for Crop Science,” International Journal of Plant Genomics, vol.
2008, Article ID 369601, 6 pages. doi:10.1155/2008/369601

Rice Annotation Project (2007) The Rice Annotation Project Database (RAP-DB): 2008 update.
Nucleic Acids Research, doi:10.1093/nar/gkm978

Samart Wanchana, Supat Thongjuea, Victor Jun Ulat, Mylah Anacleto, Ramil Mauleon, Mathieu
Conte, Matthieu Rouard, Manuel Ruiz, Nandini Krishnamurthy, Kimmen, Theo van Hintum
and Richard M. Bruskiewich (2007) The Generation Challenge Programme Comparative
Plant Stress-Responsive Gene Catalogue. Nucleic Acids Research,
doi:10.1093/nar/gkm798

Takeshi Itoh, Tsuyoshi Tanaka, Roberto A. Barrero, Chisato Yamasaki, Yasuyuki Fuijii, Phillip B.
Hilton, Baltazar A. Antonio, Hideo Aono, Rolf Apweiler, Richard Bruskiewich, et al. 2007.
Curated genome annotation of Oryza sativa ssp. japonica and comparative genome
analysis with Arabidopsis thaliana. 2007. Genome Res. 17:175-183

Significant Publications:

Richard Bruskiewich, Guy Davenport, Tom Hazekamp, Thomas Metz, Manuel Ruiz, Reinhard
Simon, Masaru Takeya, Jennifer Lee, Martin Senger, Graham McLaren, and Theo Van
Hintum. 2006. The Generation Challenge Programme (GCP)-Standards for Crop Data.
OMICS 10(2):215-219

Kenneth L. McNally, Richard Bruskiewich, David Mackill, C. Robin Buell, Jan E. Leach, and
Hei Leung. 2006. Sequencing Multiple and Diverse Rice Varieties. Connecting Whole-
Genome Variation with Phenotypes. Plant Phys. 141:1-6

McLaren, CG; Bruskiewich, RM; Portugal, AM; Cosico, AB. 2005. The International Rice
Information System. a platform for meta-analysis of rice crop data. Plant Physio. 139 (2):



637-642 International Rice Genome Sequencing Project, 2005. The map-based sequence of
the rice genome. Nature 436, 793-800.

Richard Bruskiewich and Samart Wanchana S. 2007. C4 rice: brainstorming from
bioinformaticians. in Charting new pathways to C4 rice, ed. by J. E. Sheehy, P. L. Mitchell
and B. Hardy, p. 381-398, ill. Ref. Los Banos, Laguna: IRRI.

Synergistic Activities:
Scientific Service:

Sept. 2000 — present Senior Scientist, Computational and Systems Biology; IRRI Frontier
Project & Consortium for C4 Rice Photosynthesis.

Duties: Leading the IRRI-based bioinformatics and systems biology team

1999 - 2000

developing and applying computational tools and methodology to store,
analyze, integrate and interpret project data within the Bill and Melinda
Gates Foundation funded IRRI Frontier Project and Consortium for C4

Rice Photosynthesis.

Postdoctoral Research Fellow, Human Analysis Group, Sanger Centre,

Welcome Trust Genome Campus, Hinxton, Cambridgeshire, United

Kingdom.

Duties: assessment of the sensitivity and specificity of ab initio gene
prediction algorithms; whole genome annotation and visualization of the
first completed human chromosome, 22 (published in Nature, December
1999); whole genome analysis and visualization of Single Nucleotide
Polymorphisms in human chromosome 22

(i) Collaborators:

Apweiler, Rolf (European Bioformatics Inst.)
Brutnell, Thomas (Boyce Thompson Inst)
Buell, C. Robin (Michigan State Univ.)

Doi, Koji (National Inst. Of Agrobio.
Sciences)

Gent, Martin (Conn. Ag. Exp. Station)
Hazekamp, Tom (IPGRI)

Hosaka, Aeni (National Inst. Of Agrobio.
Sciences)

Jaiswal, Pankaj (Oregon State Univ.)

Jun Ulat, Victor (IRIS)

Khush, Gurdev (IRRI)

Kikuchi, Shoshi (National Inst. Of Agrobio.
Sciences)

Krishnamurthy, Nandini (Univ. of California)
Leung, Hei (IRRI)

Mackill, David (IRRI)

Madamba, Ma (IRRI)

Yamazaki, Yukiko (National Institute of Genetics)
Yap, Immanuel (Cornell Univ.)

Zhu, Xinguang (MPI, Shanghai)

Mauleon, Ramil (IRRI)McLaren, Graham
(IRRI)

Mendoza, Michael (IRRI)

Mertz, Thomas (IRRI)

Myers, Chris (Cornell University)
Nagata, Toshifumi (National Inst. Of
Agrobio. Sciences)

Portugal, Arlett (IRRI)
Ramos-Pamplona, Marilou

Rouard, Mathieu (CGAR)

Ruiz, Manuel (CIRAD)

Satoh, Kouji (National Inst. Of Agrobio.
Sciences)

Sjolander, Kimmen (Univ. of California)
Suzuki, Kohji (Hitachi Software Engineering)
Van Hintum, Theo (Centre for Genetic
Resources)

Wanchana, Samart (IRRI)

Wang, Guoliang (Ohio State Univ.)



Martin Paul Neville Gent
Martin.Gent@po.state.ct.us

Professional preparation:

Oberlin College Chemistry B.A., with Honors 1971

Yale University Physical Chemistry Ph.D. 1975

University of Pittsburgh Life Sciences 1975 - 1978
Appointments:

Agricultural Scientist Connecticut Agricultural Experiment Station Oct 2003 - present

Associate Scientist ~ Connecticut Agricultural Experiment Station Oct 1989 - Oct 2003

Assistant Scientist Connecticut Agricultural Experiment Station April 1978 - Oct 1989

Related publications:

Gent, M.P.N. 2008. Effect of Shade on Water and Nutrient Use in Greenhouse Tomato. J. Amer. Soc.
Hort. Sci. 133:619-627.

Gent, M.P.N., J.C. White, B.D. Eitzer, M.J.l. Mattina. 2007. Modeling the Difference among Cucurbita in
Uptake and Translocation of p,p'-dichlorophenyl-1,1-dichloroethylene. Environ. Toxicol. Chem.
26:2476-2485.

Gent, M.P.N. 2006. Modeling the Effect of Nutrient Solution Composition and Irradiance on Accumulation
of Nitrate in Hydroponic Lettuce. Acta Horticulturae 718:469-476.

Gent, M.P.N. 2005. Effect of genotype, fertilization, and season on free amino acids in leaves of salad
greens grown in high tunnels. J Plant Nutrition 28:1-14.

Gent, M.P.N. 2003. Effect of conductivity and nitrate supply ratio on nitrate accumulation in hydroponic
lettuce. HortScience 38:222-227.

Significant publications:

Gent, M.P.N., J.C. White, Z.D. Parrish, M. Iseleyen, B.D. Eitzer, M.J.l. Mattina. 2007. Uptake and
Translocation of p,p’-dichlorodiphenyldichloroethylene supplied in Hydroponics Solution to Cucurbita.
Environ. Toxicol. Chem. 26:2467-2475.

Gent, M.P.N. 2007. Effect of Degree and Duration of Shade on Quality of Greenhouse Tomato.
HortScience 42:514-520.

Gent, M.P.N. 2004. Efficacy and persistence of paclobutrazol applied to rooted cuttings of rhododendron
before transplant. HortScience 39:105-109.

Gent, M.P.N. 2002. Modelling Intra-cellular control of nitrate and long distance transport in plants. Acta
Horticulturae 593:93-99.

Gent, M.P.N., Y-Z Ma. 2000. Growth and mineral nutrition of tomato seedlings under diurnal temperature
variation of the root and shoot. Crop Science 40:1629-1636.

Synergistic activities:

Outreach Activities

My research is primarily directed to improving commercial production of ornamental and vegetable crops
in greenhouses, in particular relating environment and fertilization to production, quality, and value for
human nutrition. Outreach consists of visits and collaboration with growers, talks to growers groups, and
interaction with Extension Agents

1995 — present Steering ctte New England Vegetable and Fruit Growers Conference
1997 — present Regional Research Ctte Commercial Greenhouse Production
2005 — present USDA SBIR Grant with Geremia Greenhouse, Wallingford CT

Scientific Service:

1993-97, 2002-04, 2008-10 Chair, Working group on Plant Biology Amer. Soc. Hort. Sci.

2001 - present Associate editor, J. Plant Nutrition

1985 — present ad hoc reviewer for J. Amer. Soc. Hort. Sci., Hortscience, Acta Hort.,
Crop Science, Agron. J., Int. J. Phytoremediation




1980 — present member Amer. Soc. Adv. Sci., Amer. Soc. Agronomy, Amer. Soc. Hort. Sci., Int.
Soc. Hort. Sci., Amer. Soc. Plant Biology

Collaborators and Other Affiliations:

(i) collaborators

Brutnell, Thomas P. (Boyce Thompson Institute)
Burger, William (CT Agric Experiment Station)
Eitzer, Brian (CT Agric Experiment Station)
Elmer, Wade (CT Agric Experiment Station)
Ferandino, Francis (CT Agric Experiment Station)
Gage, Daniel (University of Connecticut)
Geremia, Joseph (Geremia Greenhouse)
Iseleyen, Mohamed (CT Agric Experiment Station)
Kiyomoto, Richard (University of Connecticut)
Ma, Yong Zhan (Yale University)

Mattina, MaryJane (CT Agric Experiment Station)
McAvoy, Richard (University of Connecticut)
Parrish, Zachia (CT Agric Experiment Station)
Smets, Barth (University of Connecticut)

Wang, X (CT Agric Experiment Station)

Ward, Jeffrey (CT Agric Experiment Station)
White, Jason (CT Agric Experiment Station)

(i) Graduate and Postdoctoral advisors:
Prestegard, James (University of Georgia); Ho, Chien (Carnegie Mellon University)



Pankaj Jaiswal
jaiswalp@science.oregonstate.edu

Professional Preparation:

University of Lucknow, India Botany & Chemistry B.Sc 1990
University of Lucknow, India Biochemistry M.Sc 1992
University of Lucknow, India Botany & Plant Molecular Biology Ph.D. 1998

Appointments
2008-Present Assistant Professor; Dept. of Botany & Plant Pathology, Oregon State University
2007-2008 Sr. Research Associate; Dept. of Plant Breeding & Genetics, Cornell University
2003-2006 Research Associate; Dept. of Plant Breeding & Genetics, Cornell University
2001-2002 Postdoctoral Associate; Dept. of Plant Breeding and Genetics, Cornell University
1999-2000 Postdoctoral Associate; Boyce Thompson Institute at Cornell University
1998-1999 Postdoctoral Associate; Vienna Biocenter, Univ. of Vienna, Austria
1995-1998 Senior Research Fellow, National Botanical Research Institute, Lucknow, India.
1992-1994 Junior Research Fellow, National Botanical Research Institute, Lucknow, India.

Five Publications Most Closely Related to the Topic:

Liang, C., P. Jaiswal, C. Hebbard, S. Avraham, E. S. Buckler, T. Casstevens, B. Hurwitz, S. McCouch, J.
Ni, A. Pujar, D. Ravenscroft, L. Ren, W. Spooner, |. Tecle, J. Thomason, C. W. Tung, X. Wei, |. Yap,
K. Youens-Clark, D. Ware and L. Stein (2008). Gramene: a growing plant comparative genomics
resource. Nucleic Acids Res. 36(Database issue): D947-53. Epub 2007 Nov 4.

Jaiswal P, Ni J, Yap |, Ware D, Spooner W, Youens-Clark K, Ren L, Liang C, Zhao W, Ratnapu K, Faga B,
Canaran P, Fogleman M, Hebbard C, Avraham S, Schmidt S, Casstevens TM, Buckler ES, Stein L,
McCouch S (2006) Gramene: a bird's eye view of cereal genomes. Nucleic Acids Res. 34: D717-723.

Ware DH*, Jaiswal P*, Ni J, Yap IV, Pan X, Clark KY, Teytelman L, Schmidt SC, Zhao W, Chang K,
Cartinhour S, Stein LD, McCouch SR. Gramene, a tool for grass genomics. Plant Physiol. 2002;
130(4): 1606-13. (* equal contribution)

Ware D, Jaiswal P, Ni J, Pan X, Chang K, Clark K, Teytelman L, Schmidt S, Zhao W, Cartinhour S,
McCouch S, Stein L (2002) Gramene: a resource for comparative grass genomics. Nucleic Acids Res
30: 103-105.

Gene Ontology Consortium. The Gene Ontology project in 2008." Nucleic Acids Res. 36(Database issue):
D440-4. Epub 2007 Nov 4.

Five Other Publications:

Azevedo, J., F. Courtois, M. A. Hakimi, E. Demarsy, T. Lagrange, J. P. Alcaraz, P. Jaiswal, L. Marechal-
Drouard and S. Lerbs-Mache (2008). "Intraplastidial trafficking of a phage-type RNA polymerase is
mediated by a thylakoid RING-H2 protein." Proc Natl Acad Sci U S A 105(26): 9123-8.

Jaiswal P, Avraham S, llic K, Kellogg EA, Pujar A, Reiser L, Seung RY, Sachs MM, Schaeffer M, Stein L,
Stevens P, Vincent L, Ware D, Zapata F (2005) Plant Ontology (PO): A controlled vocabulary of plant
structures and growth stages. Comparative and Functional Genomics 6: 388-397

Pujar A, Jaiswal P, Kellogg EA, llic K, Vincent L, Avraham S, Stevens P, Zapata F, Reiser L, Rhee SY,
Sachs MM, Schaeffer M, Stein L, Ware D, McCouch S (2006) Whole-plant growth stage ontology for
angiosperms and its application in plant biology. Plant Physiol. 142: 414-428.

Gene Ontology Consortium, The Gene Ontology (GO) Project in 2006. Nucleic Acids Research. 2006 Jan
1;34:D322-6

Beardslee TA, Roy-Chowdhury S, Jaiswal P, Buhot L, Lerbs-Mache S, Stern DB, Allison LA. A nucleus
encoded maize protein with sigma factor activity accumulates in mitochondria and chloroplasts. Plant
J. 2002; 31(2): 199-209

Synergistic Activities:

1. Co-Pl on the NSF funded Gramene database project on Plant Comparative genomics (2007-2011;
DBI# 0703908). Co-Pl on the NSF funded Plant Ontology Consortium grant (2003-2006; DBI#
0321666). Co-organizer for Ontologies for Biological Databases workshop at Plant and Animal
genome meetings (2004-2008), Plant Ontology workshops at ASPB-Plant Biology meeting (2004,
2007) and Ontology workshops at Cornell University (2006) and Cold Spring Harbor Laboratory
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(2007). | am the Gramene project’s developer and coordinator for cereal specific pathway databases.

| also lead the development of Plant Ontology and contribute the cereal plant specific intellectual

inputs to Gene Ontology Project (2001-present).

Teaching Plant Physiology, BOT331, Dept. of Botany & Plant Path, Oregon State Univ. (2009)

Served as adhoc reviewer for various NSF and USDA grant proposals, book chapters. several

scientific journals that include, Science, Bioinformatics, Genetics, Plant Physiology, Plant Molecular

Biology, Molecular Genetics and Genomics, Genome Biology, BioMed Central, Plant Cell Physiology,

Journal of Plant Biochemistry and Biotechnology and Physiology and Molecular Biology of Plants.

4. Advisor: Generation Challenge Programme, Subprog. 4, Domain Modeling & Ontology task (2007-
present)

@ N

Conflict of Interest:
(i) Collaborators & Other Affiliations:

Allison, Lori A. (University of Nebraska-Lincoln) Teytelman, Leonid (CSHL, UC Berkley)
Avraham, Shulamit (CSHL) Tung, Chih-wei (Cornell Univ.)

Beardslee, Thomas A. (Univ of Nebraska-Lincoln) Vincent, Leszek (Univ. of Missouri, Colombia)
Buhot, Laurence (Université Joseph Fourier) Yap, Immanuel (Cornell Univ.)

Brutnell, Thomas, P. (Boyce Thompson Inst.) Zapata, Felipe (Missouri Botanical Gardens)
Canaran, Payan (CSHL) Zhao, Wei (CSHL)

Cartinhour, Samuel (USDA-ARS) Itoh, Takeshi (AFFRC, Japan)
Casstevens, Terry M. (Cornell Univ.) Mishler, Brent (UC Berkley)

Chang, Kuan (CSHL, WUSTL) Nelson, Tim (Yale Univ.)

Clark, Kenneth (CSHL) Sasaki, Takuji (AFFRC, Japan)

Faga, Benjamin (CSHL) Ashburner, Michael (Cambridge Univ. UK)
llic, Katica (TAIR, Stanford Univ.) Blake, Judith (Jackson Lab)

Lerbs-Mache, Silva (Université Joseph Fourier) Bruskiewich, Richard (IRRI, Philippines)
Ni, Junjian (Cornell Univ. ) Cherry, Mike (Stanford Univ.)

Pan, Xiaokang (CSHL, lowa State Univ.) Harris, Midori (EBI, UK)

Pujar, Anuradha (Cornell Univ.) Lewis, Suzanna (LBL-UC Berkley)
Ratnapu, Kiran (CSHL) Yamazaki, Yukiko (NIG-Japan)
Ravenscroft, Dean (Cornell Univ.) McCouch, Susan R. (Cornell Univ. )
Reiser, Leonore (TAIR, Stanford Univ.) Buckler, Ed (Cornell Univ. )

Ren, Liya (CSHL) Kellogg, Elizabeth A (Univ. of Missouri, St.
Roy-Chowdhury, Sanchita (University of Louis)

Nebraska-Lincoln) Rhee, Seung Y. (TAIR, Stanford Univ.)
Sachs, Martin M. (USDA-ARS) Stein, Lincoln (CSHL)

Schaeffer, Mary (USDA-ARS) Ware, Doreen (CSHL, USDA-ARS)
Schmidt, Steve (CSHL) Sane, Prafullachandra V. (NBRI, India)

Stevens, Peter (Missouri Botanical Garden)

(ii) Graduate and Postdoctoral Advisors: Silva Lerbs-Mache, Univ; Joseph Fourier, Susan McCouch,
Cornell; Naresh K Mehrotra, Lucknow Univ Lucknow, India; P Nath, NBRI, Sirish A Ranade, NBRI, India;
Aniruddha P Sane, NBRI, India; Prafullachandra V Sane, NBRI, India; Rudolf Schweyen, Vienna Biocenter,
Vienna; David Stern, Boyce Thompson Inst.

(iii) Thesis Advisor and Postgraduate-Scholar Sponsor: Justin Elser (Oregon State Univ.)
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Shaoying Lu
sylu@uiuc.edu

Professional Preparation:
Tsinghua University, China Applied Mathematics B.S., 1995
Tsinghua University, China Applied Mathematics M.S., 1997
University of California, San Diego Computational Mathematics Ph.D., 2004

Appointments:
Research Assistant Professor University of lllinois, Urbana-Champaign 2005—present
Postdoctoral Researcher University of California, San Diego 2004-2005

Related Publications:

Shaoying Lu, Michailova A, Saucerman J, Cheng Y, Yu Z, Kaiser T, Li W, Bank RE, Holst M,
McCammon JA, Hayashi T, Hoshijima M, Arzberger P, McCulloch AD, Multi-scale modeling in rodent
ventricular myocytes: Contributions of structural and functional heterogeneities to excitation-
contraction coupling. IEEE EMB (2009, in press).

Eichorst JP, Shaoying Lu*, Xu J, Wang Y, Differential RhoA dynamics in migratory and stationary cells
measured by FRET and automated image analysis. PLoS ONE (2009), 3(12):e4082 (*Equal
contribution author).

Shaoying Lu, Seong J, Ouyang M, Zhang J, Chien S, Wang Y, The Spatiotemporal Pattern of Src
Activation at Lipid Rafts Revealed by Diffusion-Corrected FRET Imaging, PLOS Computational
Biology (2008), 4(7):e1000127.

Bank RE and Shaoying Lu, A domain decomposition solver for a parallel adaptive meshing paradigm.
SIAM J. Sci. Comput. 26 (2004), no. 1, 105--127.

Significant Publications:

Seong J, Lu S, Ouyang M, Huang H, Zhang J, Frame MC, Wang Y, Visualization of Src activity at
different compartments of the plasma membrane by FRET imaging. Chemistry and Biology (2009),
16(1):48-57.

Kim TJ, Seong J, Ouyang M, Sun J, Lu S, Hong JP, Wang N, Wang Y, Substrate rigidity regulated Ca2+
oscillation via RhoA pathway in stem cells. J Cell Physiol, (2009), 218(2):285--93.

Ouyang M, Shaoying Lu, Li XY, Xu J, Seong J, Giepmans BN, Shyy JY, Weiss SJ, Wang Y. Visualization
of Polarized MT1-MMP activity in live cells by FRET Imaging. Journal of Biological Chemistry (2008),
283(25):177740-8.

Wang Y, Shaoying Lu, The Application of FRET Biosensors to Visualize Src Activation, Proceedings of
SPIE (2008), vol. 6868 (68680A):1-9.

Synergistic Activities:
Teaching Experience

e 03/99 - 06/01 Teaching Assistant, University of California, San Diego. Courses: Pre-Calculus,
Calculus, Linear Algebra, Introduction to Partial Differential Equations, Introduction to Applied
Statistics, Scientific Computing.

e 09/97 - 01/99 Graduate Student Instructor, University of Michigan, Ann Arbor. Courses:
PreCalculus, Calculus. Duties include independent teaching of the course for a small class of
thirty students, writing syllabus and exams.

e 09/95 - 07/97 Teaching Assistant, Tsinghua University. Courses: Numerical Analysis.

Invited Speeches
* Computational Analysis for Live-cell FRET Imaging, UIUC Digital Signal Processing Seminar,
2008.
e Scalable Parallel Algebraic Multgrid Methods, SIAM Conference on Parallel Processing for
Scientific Computing, San Francisco, CA, 2004.




Collaborators and other Affiliations:

(i) Collaborators:
Peter W. Arzberger (NPACI)
Thomas Brutnell (Boyce Thompson Inst.)
Richard Bruskiewich (IRRI)
Shu Chien (Univ. of California)
Margaret C. Frame (Univ. of Glasgow, UK)
Ben N. Giepmans (Groningen Univ., NL)
Martin Gent (Conn. Ag. Exp. Station)
Anushka Michailova (Univ. of California)
Andrew J. McCammon (Univ. of California)
Chris Myers (Cornell Univeristy)
Jeffrey J. Saucerman (Univ. of Virginia)
John Y. Shyy (Univ. of California)
Jing Zhang (Johns Hopkins University)
Yingxiao Wang (Univ. of lllinois)
Stephen J. Weiss (Univ. of Michigan)
Xinguang Zhu (MPI, Shanghai)

(ilGraduate and Postdoctoral Advisors: Randolph E. Bank (Univ. of California), Michael J. Holst (Univ.
of California), Andrew D. McCulloch (Univ. of California).




Christopher R. Myers
crmi17@cornell.edu

Professional preparation:

Yale University History B.A., cum laude 1984

Cornell University Physics M.S. 1988, Ph.D. 1991
Appointments:

Senior Research Associate Cornell University 1998-present

Associate Director Cornell University 2006-2007

Senior Scientist Beam Technologies, Inc. 1997

Group Leader Cornell University 1994-1997

Research Associate Cornell University 1993-1997

NSF/CISE Research Associate Cornell University 1993-1995

Postdoctoral Researcher UC-Santa Barbara 1991-1993

Related Publications:

R.N. Gutenkunst, J.J. Waterfall, F.P. Casey, K.S. Brown, C.R. Myers, and J.P. Sethna, “Universally
sloppy parameters sensitivities in systems biology biology is sloppy”, PLoS Computational Biology
3(10), e189 (2007).

B.C. Daniels, Y.-J. Chen, J.P. Sethna, R.N. Gutenkunst, and C.R. Myers, “Sloppiness, robustness, and
evolvability in systems biology”, Current Opinion in Biotechnology 19(4), 389-395 (2008).

A.O. Ferreira, C.R. Myers, J.S. Gordon, G.B. Martin, M. Vencato, A. Collimer, M.D. Wehling, J.R. Alfano,
G. Moreno-Hagelsieb, W.F. Lamboy, G. DeClerck, D.J. Schneider, and S.W. Cartinhour, "Whole-
genome expression profiling defines the HrpL regulon of Pseudomonas syringae pv. tomato
DC3000, allows de novo reconstruction of the Hrp cis element, and identifies novel coregulated
genes", Mol. Plant-Microbe Int. 19(11), 1167-1179 (2006).

P.A. Bronstein, M.J. Filiatrault, C.R. Myers, M. Rutske, D.J. Schneider, and S.W. Cartinhour, "Global
transcriptional responses of Pseudomonas syringae DC3000 to changes in iron bioavailability in
vitro", BMC Microbiology 8:209 (2008).

B. Swingle, D. Thete, M. Moll, C.R. Myers, D.J. Schneider, and S.W. Cartinhour, "Characterization of the
PvdS-regulated promoter motif of Pseudomonas syringae pv. tomato DC3000 reveals regulon
members and insights regarding PvdS function in other pseudomonads", Molecular Microbiology 68
(4), 871-889, (2008).

Significant Publications:

C.R. Myers, “Satisfiability, sequence niches, and molecular codes in cellular signaling”, IET Systems
Biology 2(5), 304-312 (2008).

C.R. Myers, “Software systems as complex networks: structure, function, and evolvability of software
collaboration graphs”, Phys. Rev. E 68, 046116 (2003).

K.S. Brown, C.C. Hill, G.A. Calero, C.R. Myers, K.H. Lee, J.P. Sethna, and R.A. Cerione, “The statistical
mechanics of complex signaling networks: nerve growth factor signaling”, Physical Biology 1, 184-195
(2004).

J.J. Waterfall, F.P. Casey, R.N. Gutenkunst, K.S. Brown, C.R. Myers, P.W. Brouwer, V. Elser and J.P.
Sethna, "The sloppy model universality class and the Vandermonde matrix", Phys. Rev. Lett. 97,
150601 (2006).

C.R. Myers, R.N. Gutenkunst, and J.P. Sethna, “Python unleashed on systems biology”, Computing in

Science and Engineering 9(3), 34-37 (2007).



Synergistic Activities:
Scientific Service

1993 present Referee for several journals, reviewing papers in physics, biology, computer science, and

computational science

1990 present Developer and/or contributor to multiple open source scientific software packages
2008 present Member, External Advisory Board, Complexity Sciences Center, UC-Davis
2008 present Moderator, Molecular Networks section of g-bio e-print arxiv, www.arxiv.org/archive/q-bio

Teaching

2004 present Co-developer and co-teacher of interdisciplinary graduate computational laboratory course

on Computational Methods for Nonlinear Systems

Collaborations and other affiliations
(i)Collaborators:

James R. Alfano (Nebraska)
Philip A. Bronstein (USDA-ARS)
Piet Brouwer (Cornell)

Kevin S. Brown (Harvard)
Thomas Brutnell (BTI)

C.Robin Buell (TIGR)

Guillermo A. Calero (Cornell)
Samuel Cartinhour (USDA-ARS)
Fergal P. Casey (Univ. College, Dublin)
Richard A. Cerione (Cornell)

Alan Collmer (Cornell)

Jim P. Crutchfield (UC-Dauvis)
Raissa, M. D’Souza (UC-Davis)
Veit Elser (Cornell)

Ryan N. Gutenkunst (Cornell)
Melaine J. Filiatrault (USDA-ARS)
David Guttman (Toronto)
Christopher L. Henley (Cornell)
Colin C. Hill (GNS, Inc.)

Vinina Joardar (TIGR)

Kelvin H. Lee (Cornell)

Warren Lamboy (USDA-ARS)

Magdalen Lindeberg (Cornell)
John Mansfield (Imperial College, UK)
Gregory Martin (Cornell)

Gabriel Moreno-Hagelsieb (Wilfrid Laurier)
Tim Nelson (Yale)

Michael Rutske (Cornell)

Eric Sakk (Morgan State)

Lisa Schecter (Missouri-St. Louis)
Jakob Schiotz (DTU, Denmark)
David J. Schneider (USDA-ARS)
James P. Sethna (Cornell)

John Sheehy (IRRI)

John Stavrinides (Toronto)

Paul Stodghill (USDA-ARS)

Qi Sun(Cornell)

Bryan Swingle (USDA-ARS)
Yuhai Tu (IBM)

Robert Turgeon (Cornell)

Klaas van Wijk (Cornell)

Joshua J. Waterfall (Cornell)
Misty Wehling (Nebraska)
Mingming Wu (Cornell)

(ii)Graduate and Postdoctoral Advisors: Ph.D: James P. Sethna (Cornell); Postdoctoral: James S. Langer
(UC-Santa Barbara) (iii) Thesis Advisor: Postdocs: Siew Ann Cheong (Nanyang Tech. Univ.) [Four
postdoctoral scholars total.] Graduate students: co-supervised with James P. Sethna: Nicholas Bailey
(Ph.D in Physics, Cornell), Lance Eastgate (Ph.D. in Physics, Cornell), Joshua J. Waterfall (Ph.D. in
Physics, Cornell), Fergal P. Casey (Ph.D. in Applied Mathematics, Cornell), Ryan N. Gutenkunst (Ph.D. in

Physics, Cornell).



Xinguang Zhu
zhu3@uiuc.edu

Professional Preparation:

Shandong Normal University, China Biology B.Sc., 1996
Institute of Botany, Chinese
Academy of Sciences, China. Plant Physiology M.Sc., 1999
University of lllinois - Urbana Champaign  Physiology and Molecular
Plant Biology Ph.D., 2004

Appointments:
Junior Independent Group Leader,

Partner Institute of Computational Biology (MPG/CAS), Aug. 2008-Current
Research scientist, Department of Plant Biology, Institute of Genomic

Biology, University of lllinois at Urbana Champaign, Mar. 2006 — Current
Postdoc research scientist, Plant Biology/UIUC Aug. 2004-Mar. 2006

Related Publications:

Zhu, X-G, Whitmarsh, J., Ort, D.R. and Long, S.P. (2004) Study of the effects of photoinhibition on
dynamics of carbon uptake using reverse ray-tracing algorithm. Journal of Experimental Botany 55:
1167-1175.

Zhu X-G, Govindjee, Baker, N.R., deSturler, E., and Long, S.P. (2005) Fluorescence in silico:
Simulations of chlorophyll a fluorescence induction kinetics of green plants via representation of the
complete sequence of excitation energy and electron transport events around photosystem Il. Planta
223, 114-133

Long SP, Zhu X-G, Naidu SL, Ort DR (2006) Can improvement in photosynthesis increase crop yields?
Plant Cell and Environment 29: 315-330.

Zhu, X-G , deSturler, E. and Long, S.P. (2007) Optimized distribution of carbon metabolism enzymes can
dramatically increase photosynthetic CO, uptake rate. - Theoretical explorations using a complete
model of photosynthetic carbon metabolism, Plant Physiology, 145: 513-526.

Zhu X-G, Long SP, Ort DR (2008) What is the maximum efficiency with which photosynthesis can convert
solar energy into biomass? Current Opinion in Biotechnology 19: 153-159.

Significant Publications:

Zhu, X-G, Portis, A.R. and Long, S.P. (2004) Would transformation of C3 crop plants with foreign
Rubisco increase productivity? A computational analysis extrapolating from kinetic properties to
canopy photosynthesis. Plant Cell and Environment 27, 155-165.

Wittig, W., Bernacchi, C.J., Zhu, X.-G., Gielen, B., Miglietta, F., Angelis, P.D., Ceulemans, R. and
Long, S.P. (2005) Modeling gross primary production for Populus spp grown under free-air CO,
enrichment. Global Change Biology, 11, 644-656.

Wang Z, Zhu X-G, Chen YZ, Yang J, Li YY, Li YX, Liu L (2006) Exploring photosynthesis evolution
by comparative analysis of metabolic network between chloroplast and cyanobacteria. BMC
Genomics 7: 100.

Wang SW and Zhu X-G. Coupling cyberinfrastructure and GIS to empower ecological and
environmental research. Bioscience (2008).

Ainsworth EA, et al, Zhu X-G, Curtis PS, Long SP (2002) A meta-analysis of elevated [COZ2] effects
on soybean (Glycine max) physiology, growth and yield. Global Change Biology 8: 695-709.

Synergistic Activities:

Scientific Service

From 2003: Reviewer for Plant, Cell & Environment, Tree Physiology, Global Change Biology,
Photosynthesis Research, Functional Plant Biology, Plant Physiology, New Phytologist,
Journal of Photochemistry and Photobiology; Climate Change

From 2009: Editorial advisory board: GCB Bioenergy

Teaching Experience




September 2008 /nvited speaker and workshop session leader, Dynamic models of photosynthetic
metabolisms — theory and lab. At Plant Systems Modeling Summer School, the
Flanders Interuniversity Institute for Biotechnology (VIB), Department of Plant Systems
Biology, Ghent, Belgium.

April 2008 Organizer, speaker, and session leader, Photosynthesis systems biology research —
theory and lab. At Workshop for Bioenergy related Plant Systems Biology Research,
Instiute of Computational Biology, Chinese Acadamy of Sciences and Max-Planck
Institue, Shanghai, China.

Collaborators & Other Affiliations:

(i) Collaborators:

Baker, Neil R. (Essex Univ., UK)

Bernacchi, Carl J. (Water Survey, IL)

Cornic, Gabriel. (Uni. Paris)

DelLucia, Evan H. (Univ. lllinois)

de Sturler, Eric (Virginia Tech)

Govindjee (Univ. lllinois)

Kramer, David (Washington State Univ.)

Li, YiXue (Shanghai Center for Bioinformatics Tech)
Liu, Lei (Univ. lllinois)

Long, Stephen P. (Univ. lllinois)

Mott, Keith (Utah State Univ.)

Ort, Donald R. (Univ. lllinois)

Portis, Archie R. (Univ. lllinois)

Rogers, Alistair (Brookhaven National Laboratory, NY)
Sheng, Zhong (Univ. lllinois)

Wang, Shaowen (Univ. lllinois)

(ii) Graduate and Postdoctoral Advisors: Long, S. P. (Univ. lllinois), Zhang, Q.D. (Institute of Botany,
Chinese Academy of Sciences, Retired).(iii) Thesis Advisor, Postdoc (4) Dr. Daniel Tholen (Utrecht
University); Dr. FuQiao Xu (Shanghai Institute of Biological Sciences); Dr. GuiLian Zhang (East China
Normal University); Dr. Vincent Devloo (University livre de Bruxelles) Graduate (5) Zhuo Wang, Yu Wang,
Lisha Zhu, Xiao Chang, HongBo Li





